SEQUENCE LISTING 



<110> BROOKS, CHARLES L. 

PETERSON, FRANCIS C. 

<120> ANTAGONISTS FOR HUMAN PROLACTIN 

<130> 18525-04051 

<140> 10/735,594 
<141> 2003-12-12 

<150> 60/433,370 
<151> 2002-12-13 

<160> 4 

<170> Patentin Ver. 3.2 

<210> 1 
<211> 199 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Leu Pro lie Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu Arg 
1 5 . 10 15 

Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr lie His Asn Leu 
20 25 30 

Ser Ser Glu Met Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly Arg 
35 40 45 

Gly Phe lie Thr Lys Ala lie Asn Ser Cys His Thr Ser Ser Leu Ala 
50 55 60 

Thr Pro Glu Asp Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp Phe 
65 70 75 80 

Leu Ser Leu lie Val Ser lie Leu Arg Ser Trp Asn Glu Pro Leu Tyr 
85 90 95 

His Leu Val Thr Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala lie 
100 105 110 

Leu Ser Lys Ala Val Glu He Glu Glu Gin Thr Lys Arg Leu Leu Glu 
115 120 125 

Gly Met Glu Leu He Val Ser Gin Val His Pro Glu Thr Lys Glu Asn 
130 135* 140 

Glu He Tyr Pro Val Trp Ser Gly Leu Pro Ser Leu Gin Met Ala Asp 
145 ISO 155 160 



Glu Glu Ser Arg Leu Ser Ala Tyr Tyr Asn Leu Leu His Cys Leu Arg 
165 170 175 



Arg Asp Ser His Lys lie Asp Asn Tyr Leu Lys Leu Leu Lys Cys Arg 
180 185 190 

lie lie His Asn Asn Asn Cys 
195 



<210> 2 

<211> 1388 

<212> DNA 

<213> Homo sapiens 

<400> 2 

gggatcctta ttctatatct cttggtattt 
aatcttgagg aagaaacttg ataactgata 
aatcctatat attcaacaaa ctttagagaa 
gtagttttat agatcctcca aaccaatcta 
atttcctttt ggcctaatta atcaaaatcc 
tcttcctgaa tatgaataag aaataaaata 
ctcaatgacg gaaatagatg accaggaaaa 
tgaagatatc aaaggtttat aaagccaata 
gatcttctct ggtgaagtgt gtttcctgca 
ccatggaaag ggtccctcct gctgctgctg 
gcccccttgc ccatctgtcc cggcggggct 
tttgaccgcg ccgtcgtcct gtcccactac 
gaattcgata aacggtatac ccatggccgg 
cacacttctt cccttgccac ccccgaagac 
gactttctga gcctgatagt cagcatattg 
gtcacggaag tacgtggtat gcaagaagcc 
attgaggagc aaaccaaacg gcttctagag 
cctgaaacca aagaaaatga gatctaccct 
gctgatgaag agtctcgcct ttctgcttat 
tcacataaaa tcgacaatta tctcaagctc 
tgctaagccc acatccattt catctatttc 
caagcttctt ttagttgtat ctcttttgaa 
aaaaaataaa aactgactcc ttagagacat 
aaaaaaaa 



agtgtaaaaa ttttaaaatc tttacctagc 60 
atacatgaga ttgttaccta agtgaaatat 12 0 
ataagataaa ttttaaagta aatgacttct 180 
gtctcagatc tcaccttcat catttctctc 240 
ttcctagaat gttcatttct ggccagtatg 300 
ccatttgatg tttgaaatta tgggggtaat 3 60 
gggaaacgaa tgcctgattc attatattca 420 
tctgggaaag agaaaaccgt gagacttcca 480 
acgatcacga acatgaacat caaaggatcg 540 
gtgtcaaacc tgctcctgtg ccagagcgtg 600 
gcccgatgcc aggtgaccct tcgagacctg 660 
atccataacc tctcctcaga aatgttcagc 720 
gggttcatta ccaaggccat caacagctgc 780 
aaggagcaag cccaacagat gaatcaaaaa 840 
cgatcctgga atgagcctct gtatcatctg 900 
ccggaggcta tcctatccaa agctgtagag 960 
ggcatggagc tgatagtcag ccaggttcat 1020 
gtctggtcgg gacttccatc cctgcagatg 1080 
tataacctgc tccactgcct acgcagggat 1140 
ctgaagtgcc gaatcatcca caacaacaac 1200 
tgagaaggtc cttaatgatc cgttccattg 1260 
tccatgcttg ggtgtaacag gtctcctctt 1320 
caaaatccaa aaaaaaaaaa aaaaaaaaaa 13 80 

1388 



<210> 3 
<211> 227 
<212> PRT 

<213> Homo sapiens 

<400> 3 

Met Asn lie Lys Gly Ser Pro Trp Lys Gly Ser Leu Leu Leu Leu Leu 
15 10 15 



Val Ser Asn Leu Leu Leu Cys Gin Ser Val Ala Pro Leu Pro lie Cys 
20 25 30 



Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu Arg Asp Leu Phe Asp 
35 40 45 



Arg Ala Val Val Leu Ser His Tyr lie His Asn Leu Ser Ser Glu Met 
50 55 60 

Phe Ser Glu Phe Asp Lys Arg Tyr Thr His Gly Arg Gly Phe lie Thr 
65 70 75 80 

Lys Ala lie Asn Ser Cys His Thr Ser Ser Leu Ala Thr Pro Glu Asp 
85 90 95 

Lys Glu Gin Ala Gin Gin Met Asn Gin Lys Asp Phe Leu Ser Leu lie 
100 105 110 

Val Ser lie Leu Arg Ser Trp Asn Glu Pro Leu Tyr His Leu Val Thr 
115 120 125 

Glu Val Arg Gly Met Gin Glu Ala Pro Glu Ala lie Leu Ser Lys Ala 
130 135 140 

Val Glu lie Glu Glu Gin Thr Lys Arg Leu Leu Glu Gly Met Glu Leu 
145 150 155 160 

lie Val Ser Gin Val His Pro Glu Thr Lys Glu Asn Glu lie Tyr Pro 
165 170 175 

Val Trp Ser Gly Leu Pro Ser Leu Gin Met Ala Asp Glu Glu Ser Arg 
ISO 185 190 

Leu Ser Ala Tyr Tyr Asn Leu Leu His Cys Leu Arg Arg Asp Ser His 
195 200 205 

Lys lie Asp Asn Tyr Leu Lys Leu Leu Lys Cys Arg lie lie His Asn 
210 215 220 

Asn Asn Cys 
225 



<210> 4 
<211> 200 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Leu Pro He Cys Pro Gly Gly Ala Ala Arg Cys Gin Val Thr Leu 
15 10 15 



Arg Asp Leu Phe Asp Arg Ala Val Val Leu Ser His Tyr He His Asn 
20 25 30 



4 



Leu Ser Ser Glu 
35 

Arg Gly Phe lie 
50 

Ala Thr Pro Glu 
65 

Phe Leu Ser Leu 



Tyr His Leu Val 
100 

lie Leu Ser Lys 
115 

Glu Gly Met Glu 
130 

Asn Glu lie Tyr 
145 

Asp Glu Glu Ser 



Arg Arg Asp Ser 
180 



Met Phe Ser Glu 
40 

Thr Lys Ala lie 
55 

Asp Lys Glu Gin 
70 

He Val Ser He 
85 

Thr Glu Val Arg 



Ala Val Glu He 
120 

Leu He Val Ser 
135 

Pro Val Trp Ser 
150 

Arg Leu Ser Ala 
165 

His Lys He Asp 



Phe Asp Lys Arg 



Asn Ser Cys His 
60 

Ala Gin Gin Met 
75 

Leu Arg Ser Trp 
90 

Gly Met Gin Glu 
105 

Glu Glu Gin Thr 



Gin Val His Pro 
14 0 

Gly Leu Pro Ser 
155 

Tyr Tyr Asn Leu 
170 

Asn Tyr Leu Lys 
185 



Tyr Thr His Gly 
45 

Thr Ser Ser Leu 



Asn Gin Lys Asp 
80 

Asn Glu Pro Leu 

95 

Ala Pro Glu Ala 
110 

Lys Arg Leu Leu 
125 

Glu Thr Lys Glu 



Leu Gin Met Ala 
160 

Leu His Cys Leu 
175 

Leu Leu Lys Cys 
190 



Arg He He His Asn Asn Asn Cys 
195 200 



